Modification 1

Modification

Mascot Server version 2.2 modification

[ mod_file unimod.xml Web

Configuration Editor

[ mod_file unimod.xml
] Proteomics Standards Initiative Protein modification
workgroup PSI-MS Name

http.//www.unimod.org/unimod_help.html

http://psidev.sourceforge.net/mod/

version 2.1 MASCOT version 2.2
Configuration Editor

Configuration Editor

1. unimod.xml

2. Configuration Editor
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Modification 2

unimod.xml

MASCOT Server unimod.xml unimod

http://www.unimod.org

600

unimod.xml unimod.xml

http://www.unimod.org/xml/unimod.xml

MASCOT unimod.xml
"Hidden”
Hidden
Mascot Daemon parameter Parameter Editor

[Show all mods.]
Mascot Configuration Modifications [ Hidden ]

'I:I' Mascot Daemon

File Edit Help

Status T Ewent Log T Task Editor T Parameter Editor

Parameter set

Filename: [E\Program Files\Hatis Soie. sdefault par New | Open.. | Save | Savess..|
All Searches
User name: ‘<mascul_user_Fu||_name> User email |<mascut_ussl_emai\>

Search title ‘Submilled from <taskname> by Mascot Daemon on <localhost:

Tasonomy [4] entries ~| Repotttop  [auTo =) his

Database |SuissProt = Enzyme | Tiypsin ]' Max missed cleavages |1 =

 Fired [Acalyl [K) | |Met->Hse [C-term M] A Wariable Decoy database [
madfications | Acetyl [N-term) Met->Hal [C-term b] modifications
S | e el
i i) (N Poosehase [2- i3 2]
g:s:::{ﬁ]—lerm] - Dridation th Monoisotopic & Average

Peptide tol. + | g Da -~|#13C |0 -

MSAMS

M5/MS lons search v Dataformat |Mascot gemerc « Quartitation | Nane -
Error tolerant search [~ MS/MS tol. + ’Dg— Da Instrument | Diefault -
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Modification 3

) Mascot confieuration — Microsoft Internet Explorer,

CAE) RBEE RTV BRCANGE v ~TE o
0% O HRG v kom @@L a UHOs

D PELAD @http:/ftorobeefmascot/x-cg\/ms-c:onf\g.exe’mﬂ1?62?9201 V‘ igEh UL
| Google [Gl~ vEziE 2o R B> 0t lenowvo

Edit Modification :GlyGly

Name

Title [Glyaly |

Fullharme |uh\quitiny\ation residue |

Delta | Specificity | Ignore Masses | Misc | References

Specificity Site Position [ Copy ] [ Hide Details ]
Classification |Other V‘ Group
MNotes [ |

[ MNew Meutral Loss ]

[ New Specificity Definition ] [ Hide all Details

[ Save changes ] [Cancel ][ Update ]

Help wWindow

&) M-S ENELE S bRk

Configuration Editor

Modification

m Web Mascot Home [ Configuration
Editor ]
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Modification 4

a Matrix Science — Home — Microsoft Internet Explorer
JrbE REE &R BROAIG - A

O - O MRAG Pergiomov @ 25 @ - JE O3

£ TELAD @] http#torabee/mascat/ v| B sa (v
: Google (G- vER R 2SR % 0¥ lenovo
MATRIX 2

SCIENCE. HOME | MASCOT ;HELP

Home

Welcome

This site features Mascot, a powerful search engine that uses mass spectrometry data to identify
proteins from primary sequence databases. To assist you, the help text for Mascot forms a substantial
knowledge hase concerning protein identification by MS.

If this is your first visit, please check for browser compatibility and read the small print, If you include
results from Mascot in a publication, please cite either www.matrixscience.com or Electrophoresis, 20
(18) 3951-67 (1999) (abstract),

Security

Mascot incorporates a role based security model, which allows the systerm administrator to control
which functionality is available to individual users. If security has been enabled, you may be prompted
to log in if you attempt to access a page or perform a task that reguires authorisation. If security is not
enabled, which is the default, the following links will simply confirm this.

Log in

Log out

Change password

Edit settings

Current session infarmation

Whether or not Mascot security is enabled, in order to comply with the licensing conditions, access to
this Mascot server must he restricted to authorised users. We strongly recommend that your server is =
protected by a secure firewall. For more information, start from the WWW Security FAQ,

Mascot Utilities
Your system administrator may have restricted access to these utilities

Datahase Status
Wiew the status of all the sequence databases. Links to database statistics, search status, log
files, etc.

Search Log
Atab ew of the search log, Can be filtered to find specific search results,

r
7 ased configuration editors, including security administration and sequence database
management.

&) e RIS
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m [ Modification ]

Mazcot configuration — Microsoft Internet Explor

e REE #HTA) BRCADE w-D ALFE e

OF - Q- ¥ Bl @ P Jeemaow @ [
P PELAD |@ http://torobee/ magcot/x—cei/ ms—config.exe =11 76279201
. Google |G- vV E 2SO OB w?”? O#E- lemowvo

Mascot Configuration

Elements Element masses
Amnino Acids Amnino Acid Data
Madification definitions
Symbiols Symbaols used in chemical formulae
Enzymes Enzyme definitions
Instruments Fragmentation Rules
Quantitation Quantitation Methods
Database Maintenance Seguence databases, Parse Rules and Options
Security Security Administration Pages

& & ubSRe b
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Modification

m [Mascot Configuration : Modifications ]

Title:

a Mascot confieuration — Microsoft Internet Explorer

JrTE REE &R BRCANGE w-D A & /

O=- 0O MREAG P e @ 75 w - E O3

£ TELAID] ] hitp/ ftorobse/ mascot i-cei/ ms-contig exeTuz11 36270201 AMODIFIGATIONS_SHOMET

: Google [GI TEEIR O OD- >
Mascot Configuration: Modifications Monoisotopic:
Modifications monoisotopic
M Average Composition
15dB-biotin 626.386577 626.8927 H{S4) C(35) MN(#) O(4) S Copy Delete Print
2HPG 282.052024 282.2476 H(10) C(16) O(S) Copy Delete Print
4-0OME 154.099380 154.2083 H(14) C(9) O(2) Copy Delete Print
a-type-ion -20.002740 -29.0180 Hi{-1) C{-1) O{-1) Copy Delete Print /
AccQTag 170.048013 1701674 H{E) C{10) N{2) O Copy Delete Print
Acetyl 42.010565 42,0367 H(2) C(2) 0 Copy Delete Print
Acetyl2H(2) 45,029395 45,0552 H{-1) 2H(3) C(2) O Caopy Delete Print
ADP-Ribosy| 541.061110 541.3005 H(21) C(15) N(3) O(13) P(2) Copy Delete Print
AERS 183.025399 182.2276 H(9) C(8) N O(2) S Copy Delete  Print
AEC-MAEC 59.019355 59,1334 H{S) C{2) N O(-1) S Copy Delete Print
Ala-=asp 43.989829 44,0005 C Q(2) Copy Delete
ala-=Glu 58.005479 Se.0361 H(2) C(2) O(2) Copy Print
ala-=Gly -14.015650 -14.0266 H{-2) C(-1) Delete  Print

Ala-=Pro 26.015650 26.0373 Hi; Copy  Delete  Print
Ala-=5er 15.994915 15.9994 0O Copy Delete  Print
Ala-=Thr 30.010565 30.0260 H(2)C O Copy Delete Print
Ala-=val 28.031300 28.0532 H(4) C(2) Copy Delete Print
Amidated -0.984016 -0.9848 HMO(-1) Copy Delete Print
Amidine 41.026549 H{3Z) C(2) W Copy Delete—P 1
Amidino 42.021798 42.0400 H{2) C R e0fy  Delete  Print
Page 1 of 26 Goto pag. Page j
[ Add new modification | [ Mainmenu_| .
- Help Window:
Help wWindow
E&] A-TiETENZLE ) A ubshyk
unimod.xml
Monoisotopic / Monoisotopic
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Modification 6

Mascot confieuration — Microsoft Internet Explorer

JrLE REE H®TAM BREADG w-LOD ALTE

O - Q HREG Pordevrcn @ R W-[JH OB

TELALD |:§| hitp://torobes, mazcotx-ceid me—confie.exeu=11 76279201 &MODIFIG ATIONS _SHOWS1 &S0 RTMONO=0E MODIFIC ATION_MU v fEgh s
Google |G- vVEEIE O S 9 D W Moy ? O =~ lenowvo
Mascot Configuration: Modifications

Modifications

Title Monoisotopic Average Composition

Trp-=Gly -129.057849 -129.1586 H{-7) C(-9) M(-1) Copy Delete Print
Lys-loss -128.094963 -128.1723 Hi-12) C(-6) M{-2) O(-1) Copy Delete Print
Arg-=Gly -09.079647 -99,1344 H{-2) C{-4) M(-3) Copy Delete Print
Trp-=5Ser -00.,047285 -99,1226 H{-5) C{-8) M(-1) © Copy Delete Print
Tyr-=DOha -04.041265 -04,1112 H{-6) C(-6) O(-1) Copy Delete Print
Trp-»Cys -83.070128 -23.0670 H{-5) C{-8) M{-1) S Copy Delete Print
Tyr-=Sar -76.021200 -76.0960 H{-4) C(-6) Copy Delete Print
Trp-=Leu -72.995240 -73.05232 HC{-5) MN{-1) Copy Delete Print
Glu-=Gly -72.021129 -72.0627 H{-4) C(-2) O(-2) Copy Delete Print
Arg-=5er -69.069083 -69.1034 Hi{-7) C{-2) N(-2) © Copy Delete  Print
Tyr-=Cys -60.054144 -60.03204 Hi-4) C{-6) O{-1) 5 Copy Delete Print
Phe-=Ser -60.036386 -60.0966 H(-4) C(-6) O Copy Delete Print
Arg-=Pro -59.048347 -59.0705 H(-5) C(-1) N{-3) Copy Delete Print
Glu-=4la -58.005479 -58.0361 H(-2) C(-2) O(-2) Copy Delete  Print
Asp-=Gly -58.005479 -58.0361 H(-2) C(-2) O(-2) Copy Delete Print
Arg-=Thr -55.053433 -55.0218 H{-5) C{-2) M(-3) O Copy Delete Print
Arg-=Cys -53.091927 -53.0428 H{-7) C{-3) M(-3) 5 Copy Delete Print
Tyr-=fsn -49.020401 -49.0706 H{-3) C{-5) M Copy Delete Print
Tyr-=fsp -43.026386 -43.0259 Hi-4) C(-5) O Copy Delete Print
Dethiomethyl -48.003371 -43.1075 Hi-4) C(-1) 5(-1) Copy Delete Print

Page 1 of 26 Goto pa
-129to -48
-48 to -30
[ Add new modification|-30 to -18 Eru
-18 to -14
Help Window -14to 1
1to 10
12to 16
16 to 26
26 ta 30
31ta 4z
43 to 34
35to 70
70ta 86
87 to 108

126 to 141
143 to 159
161 to 202
203 to 234
236 to 294
296 to 340
340 to 386
387 to 494
495 to 626
635 to 881
892 to 1769

& —UiEmTENELE (S PETErETs

Title /
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Title

Modification

Fullname Composition

a Mascot configeuration - Microsoft Internet Explorer

COILE REER &®TW BREADG w-lD ALFH

O - Q NG P @ LUdOB

: PRLAD |@ hittp://torobes mascot/x-cei/ me—config exe lu=1176273201 v | izgh LD

i Google |Gl VEE RO SO B O#=- lenowo

Edit Modification :GlyGly

Name

Title ‘GIvGW ‘

Fullname ‘uh\qultmylatmn re@ ‘

Delta | Specificity | Ignore Masses | Misc | References

Monnisotopic 114.042927
Awerage 114.1026

< Composition eI — |

Symbols

[ Save changes ] [Cancel ][ Update ]

Help Window

&) -UtETEhLE & bt
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Configuration Editor Web

http://www.unimod.org

UNIMOD

Modification 8

UNIMOD

[ Login as guest ]

rosoft Internet Explorer

LE REED Frl) BRADG YLD AT
O=- O [HEG Pox ko @ | LEdoes
PELAD) @] it/ unimodore /madifications istphp
Google [G~ vyEEE D S 9O B - @ Tew-sy Bosine P Iosh - (e R0RE
o
U N IMOD protein modifications for mass spectrometry Help
Unimod toTETEs GUESt oot rorme d dvanced search
Search for: | Any field v| | contains v awl;lgnund: Recards Per
Page 1 of 26
B Accession PSI-MS Interim Description Monoisotopic Average Compo:
# Name name mass mass
View 676 Trp->Gly Trp->Gly substitution -129,057849 -129.1586 H(-7) Ci-9) Wi-1)
View 313 Lys-loss K I|;|c::\shs of C-terminal K from Heavy Chain of -128.094963 -128.1723 ;1)(712) CL-6) Mi-2) Of-
View 646 Arg-=Gly Arg->Gly substitution -09,079647 -09,1344 H(-9) Ci-a) Hi(-3)
View 673 Trp->Ser Trp->Ser substitution -09,047285 -99,1328 H(-5) C{-8) N{-1) O
View 400 Tyr->Dha Dehydroalat Dehydroalanine (from Tyrosine) -04,041865 -94.,1112 H(-6) Ci-6) O{-1)
View 674 Trp->Cys Trp-=Cys substitution -83.070128 -83.0670 H(-5) Ci-8) Ni(-1) 5
View 679 Tyr->Ser Tyr->Ser substitution -76.031300 76,0960 H(-4) Ci-6)
View 677 Trp-=Leu Trp-=Leu substitution -72.395249 -73.0523 H C(-5] N(-1]
View 564 Glu-=Gly Glu-=Gly substitution -72.021129 -72.0627 H(-4) Ci-3) O(-2)
View 636 Arg->Ser Arg->Ser substitution -69.069083 69,1084 H(-7) C(-3) N(-3) O
View 683 Tyr->Cys Tyr->Cys substitution -60,054144 -60,0304 H(-4) C{-6) O(-1) 5
View 586 Fhe-=5Ser Fhe-=Ser substitution -60.036386 -60.0966 H(-4) C(-6) O
View 639 Arg->Pro Arg-=Pra substitution -59,048347 -59,0705 H(-5) Ci-1) Hi(-3)
View 556 Asp-=Gly Asp-=Gly substitution -58.005479 58,0361 H(-2) Ci-2) O(-2)
View 580 Glu-=8la Glu-=Ala substitution -56.005479 -56.0361 H(-2) Ci-2) O{-2)
View 638 Arg->Thr Arg-=Thr substitution -55,053433 -55.0818 H(-5) C(-2) N(-3) O 1
View 644 Arg->Cys Arg->Cys substitution -53.091927 -53.0428 H(-7) C(-3) N(-3) 5
View 680 Tyr->Asn Tyr-=#Asn substitution -49,020401 49,0706 H(-3) C{-5) W
View 682 Tvr-=Asp Twr-=Asp substitution -45.036386 -45.0859 Hi(-4) C(-5) O M
&l B h—dat
X
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Modification

Hidden

[ ] GlyGly

Mascot configuration — Microsoft Internet Explorer

IrfbE RERE FTM HREADGE VD ALFH
B3 - > A D P i - A B (
Q- Q- W @G L= Jrsmcn @ -5 JEOe3
THLAD! ] httpe/ orobes/ mascotfi-ceis me—canfie exeu=1 176270201 BEh LD
Google [G» YHEFEE DS O B @ IR P D= lenowo
Mascot Configuration: Modifications -
Modifications
Title Munuisutupicf Average Composition
O-Dimethylphosphate 107.997631 108.0331 Hi5) C{2) O(2) P Copy Delete Print
ICPL:2H(4) 109.046571 109.1188  H(-1) 2H(4) C(6) N O Copy Delete Print
dMIC 109.048119  109.1205 H 2H(3) C(6) M O Copy Delste Print
Methylpyrraline 109.052764 109.1259 H(71C(6) N O Copy Delete Print
Mrnethylmalgimide 111032028 111.0987 H{S) C(S) M O(2) Copy Delete Print
ICPL:13C(A) 111.041593 111.0500 H(3) 13C({6) N O Copy Delete Print
(BIC(BIO(2) 112052430 112.1265 H(B) C(6) O(2) Copy Delete Print
114.042927 114.1026 H(B) C(4) N(2) O(2) Copy Delste Print
DHR 118.065674 118.1558 Hi8) C(8) N Copy Delste Print
Cysteinyl 119004099 119.1423 H(5) C(3) W O(2) S Copy Delete Print
Pyridylacetyl 119037114 119.1207 H{S) C(7) N O Copy Delete Print
Phenylisocyanate 119.037114 119.1207 H{S) C(7) N O Copy Delete Print
DTT_C 120.024500 120.1701 H(E) C(4) 0{2) 5 Copy Delete Print ||
Q-Izopropylmethylphosphonate 120.034017 120.0868 H{9) Ci4) O(2) P Copy Delete Print
PET 121.035005 121.2028 H(7) C(7) M O(-1) 5 Copy Delete Print
Isopropylphospho 122013281 122.0596 H{7) C{3) O(3) P Copy Delete Print
Xlink:DMP 122.084398 122.1677 H(10) C(7) N(2) Copy Delete Print
GPIanchar 123.008530 123.0477 HiB) C{2) N O{3) P Copy Delete Print
Phenylisocyanate:2H(S) 124068498 124.1515 2H(S) C(7) M O Copy Delete Print
Methylmaleimide 125.047679 125.1253 H(7)C(6) N O(2) Copy Delete Print ~
&l S ks

m [ Specify ]
Mascot configurat rosoft Internet Explorer

PME RERE R®TOM BRCADG U-D ApE w

- . A |~ I ~ T ‘
O - O K EAG Por dramcv @ 25 e s
TFRLAD ‘@ htip:/Aorobee/mascot/x-cei/ me-config.exeu=1176279201

Google |G- DAl =R =~ W)

Edit Modification :GlyGly

Title [alyaly |

- iy Pohehe >

Ful\name|ub\qu\tmy\atmn residue \

Delta @ Ignore Massss | Misc | Refsrences

Delta
Monoisotopic 114.042927
Average 114.1026
Compasitian [H(e) i nezy ot2) |
symbols
[ savechanges | [Cancel | [ Update |
Help Wwindow
&] h-vhiRTEnELE AT EPISEST

{ MATRIX
SCIENCE.



[ Hidden ]

[ Save changes ]

ration — Microsoft Internet Explorer

IPLE REE R BRONGE  w-D AauFE

0= © HEG P fmnw @l d JdOS

Modification

FELAD |@ hittp://torobee. mascot/x-cei/ms—confie.exeu=1176279201

v| B wa

Googlg“(;-

viEreE 9 S @ B~ i Fw-ae

»

s

sz lemowo

Edit Modification :GlyGly

Name

Tie  [slysly

Fullname |ub|quwtmy\atmn residue

Delta | Specificity | Ignore Masses | Misc | References

Specificity

site

Specificity
Positian Cop
Classification Hidden

Hide Details
Group

Motes |

Mew Neutral Loss

[ MNew Specificity Definition | [ Hide &ll Details

]

[« Save changes } Cancel Update

Help window

(] S-UMRTENFLE

& fubdet

Mascot - MS/MS Ions Searc
PorLE RER

icrosoft Internet Explorer

B ®TW BRCADGE UMD AT &
Q- © [ [& G| Sw dromew @ 2% 5-JH OB
§TELAD) ] htip/torcbee/ formpPPFO RGH=MIS i U

MASCOT MS/MS lons Search
Your name

Google (G~ vz im0 B O3 lenowvo
{MATR’X
SCIENCE. HOME | MASCOT i HELP Search Go

Search title |

Email takassu@matrizscience.com

Database | MSDB v

Taxenomy |4l entries

&

Enzyme

Allow up to

missed cleavages

.. Fixed faceryl (i)
modifications | acaty| (N-term)
Acetyl (Protein N-term)
amidated (C-term)

Yariable [Formy (Protein N-term) ~
modifications | Gin-pyro-Glu (N-term Q)

smidated (Protein C-term) v
Quantitation |None v

Peptide tol. =
Peptide charge
paafie [ [FE]
Data format
Instrument
Decoy [

Start Search ...

#1C

Error tolerant []

MS/MS tol. £

Monoeisotopic & Average O

—

Report tap

{ MATRIX
SCIENCE.
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Window

m  Editor

; Mascot configuration crosoft Internet Explorer

[ Add new modification ]

Modification

FrTE REE FRM BRECANG
Q- O [ @G Lux Fremow @ ¢

W=D AT

e E-LH 3

PTELAD |@ hittp://torobes/mascot/x-cei/ ms-contie.exefu=1176290653& MO DIFIC ATIONS _SHOW=1

¢ Google [Gl+ vEREIE P SO

v ff Jupn-ne ?

Q

v| B (U
#iE- lemowo

Mascot Configuration: Modifications

Titled Monoisotopic Average
15dB-hiotin 626.386577F 626.8927
2HPG 282.052824 282.2476
4-0OME 154.0993280 1542083
a-type-ion -29.002740 -29.0180
AccQTag 170.048013 170.1674
Acety| 42.010565 42,0267
Acety:2H(3) 45.029385 43,0552
ADP-Ribosy! 541061110 541.3005
AEBS 183.035339 1832278
AEC-MAEC 59.019355 59,1234
Ala-=bsp 43,989829 44,0095
Ala->Glu 58.005479 58.0361
Ala-=Gly -14.015650 -14.0266
ala-=Pro 26.015650 26,0373
ala->Ser 15.994015 15,9994
Ala-=Thr 30.010585 30,0260
Ala-=val 28.031300 28.0532
amidated -0.984016 -0.9848
amidine 41.026549 41.0519
Amiding 42021738 42,0400

Page 1 of 26 Go to page |15 to &m v Page size

Composition
H(S4) C(35) N{4) O(4) 5
H({10) C(18) O(S)
H{14) C(9) 02}
Hi-1) €(-1) O-1)
H(B) C{10) N{2) O
H(2) Ci2) O

H(-1) 2H(3) C(2) O
H(21) C(15) N(S) O(13) P(2)
H(9I CBY N O(2) 5
H(Z) Cl2) N O(-1) 8
Co2)

H(2) cr2) o)
H(-2) C(-1)

H(2) c(2)

Q

Hi2)CC

H(4) c(2)

H N O(-1)

H(Z) C(2) N

H(2) C N(2)

Copy
Copy
Copy
Copy
Copy
Copy
Copy
Copy
Copy
Copy
Copy
Copy
Copy
Copy
Copy
Copy
Copy
Copy
Copy
Copy

Modifications

Delete
Delete
Delete
Delate
Delete
Delete
Delete
Delete
Delete
Delete
Delete
Delete
Delate
Delete
Delete
Delete
Delate
Delete
Delete
Delete

< Add new modification J [ Main menu_]

Print
Print
Print
Print
Print
Print
Print
Print
Print
Print
Print
Print
Print
Print
Print
Print
Print
Print
Print
Print

15-deoxy-delta 12,14-Prostaglandin 12-hictinimide

S A ubSEvh

{ MATRIX
SCIENCE.
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Modification 12

m [Delta] Title  Fullname Composition

Phospho

3 Mascot configuration — Microsoft Internet Explorer

CoorE REE FTA BRICANG V-LT AT

éegé..d KRB Pegesry @ iz @ OB

F P RELAD @ http:/torobee/mascot/x—cei/ ms-confie.exe?u=1176290653

v| Bma uh

| Google [G ER R 2Ry Wi Q- lemowo

Edit Modification :Phospho

Title |Phosph0 |

Fullname |Phosph0rylati0n |

Delta | Specificity | Ignore Masses | Misc | References

Monaoisotopic 70.966331
Average 79.9799
Composition |H o3P |

Symbols

[ savechanges | [ Cancel |[ Update |

Name

Help Window

&) #-UHETENELE

& 1 kSReh

O  Composition Symbols

"Add"

{ MATRIX
SCIENCE.



Modification 13

m  [Specify] N-term,Cterm,Protein
N/C-term
Phospho

3 Mascot configuration — Microsoft Internet Explorer

CoIHLE REE ETA BRLCANE w-D ANTH

O - QO NRAG P Levw @ 3L @ UGOS3

P PELAD \@ hittp:/ ftorobes/mascot-cei me-config exeu=11 76200653 v| igh LD
i Google |Gl viEEiE e O 9 B~ Iy ¥ O#E lenowo

Edit Modification :Phospho

Name

Title |Phosph0 |

Fullname: [Phosphorylation |

Delta | Specificity | Ignore Masses | Misc | References

Specificity S\te Pus|t|un|Anvwhere V‘ [copy | [Delets | [ Show Details |
Specificity Site PositionlAnyWhErE V‘ [ Copy ] [ Delete ] [ Show Details ]
Specificity S\te Pus|t|un|Anvwhere V‘ [copy ] [Delete | [ Show Details |
Speoificity S\te PositiunlAnywhere V‘ [Cupy ] [ Delete ] [ Show Details ]
Specificity  sie(H v Pasition | Anywhere ~| [Copy] [Delete | [ Show Details |
Specificty  Site Pnsitiun|Anywhere V‘ [Copy ] [Delete | [ Show Details |
Specificity  Site Positian|Anywhere V‘ [cCopy ] [Delete | [ Hide Details_ |
Classification | Post-translational V‘ Hidden [J Graup

Nates [ |

Meutral loss & Searing O Satellite O Peptide O Required Peptide
Compositian | | Symbuols
Meutral loss & Scaring O Satellite O Peptide O Required Peptide

Monoisotopic: 97.976896 Average: 97.9952
Compasition |H(3) af4) P | Symbols
MNew Meutral Loss

[ New Specificity Definition ] [ Hide All Details ][ Show All Details |

[_sawe changes | [ Cancel | [ Update |
Help Window
&) H-THERTENE L & 5ok
O New Specify Definition
O phospho
- Phospho ST
- Phospho Y

{ MATRIX
SCIENCE.



Modification 14

ST
Group Group
ST groupl, group 2, T
group 4 Hidden
Neutral Loss
New Neutral Loss

Mascot configuration - Microsoft Internet Explorer

B REE FTAW BRLANG -l AAHH
O - O HNRBG O desmy @ (32 o3
P PRLAD |€| httpe /S torobee /mascotX-ceif me-config.exefu=1176290653 v i2gh Ud
i Google |G- vER I E 2V B » 03 lenowvo
Motes [Rare | A
[ Hew NeutralLoss |
Specificity Site Position | Anywhere ~| [copy] [(pelsts | [ Hide Details_|
Classification |Dost—translati0nal V| Hidden [J Group|2 D
MNotes |Usua|ly don't see beta elimination of phosphate |
[ Hew NeutralLoss |
Specificity  site[H v Position | Anywhers v| [coov] [Delete | [ Hide Details |
Classification |Dost—translati0nal V| Hidden Group|4 ,D
Motes |Rare |
[ Hew NeutralLoss |
Specificity Site Paosition [ Anywhere hd Delete Hide Details
Classification |Dost—translati0nal V| Hidden []
Motes | |
Meutral lass @ Scoring O Satellite O Peptide O Required Peptide
Monoisotopic: 97.976896 Average: 97.9952
Composition |H(3) Ql4) P ‘ Symbaols
Meutral lass @ Scoring O Satellite O Peptide O Required Peptide
Composition | ‘ Symbols
[ [ new Neutral Loss |
Specifity  site[s v Pasition | Anywhere v| [copy] [(Delete | [ Hide Details_|
Classification |Dost—translati0nal V| Hidden [] Group|l D
Motes | |
Mautral loss @ Scoring O Satellite O Peptide O Required Peptide
Composition | ‘ Symbaols
Meutral loss @ Scoring O Satellite O Peptide O Required Peptide
Monoisotopic: 97.976896 Average: 97.9952
Composition [H(3) O(4) P | Symbols
[ MNew Neutral Loss ] L
. Mew Specificity Definition Y| [ Hide &ll Details |
A
&) H-UnETENFLE o hSaeh
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lgnore Masses
ICAT
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FALE REE &TW BREMNM@ DD AT o
O O HREAG Perkercv @ s @ JU O3
P PRELAD |@ http/torobee/ mazcot /x-cei/me-config.exeu=1176200653 b fran ULy
: Google [l vtElE 2SR > QO #=- lenowo
Edit Modification :ICAT-D —
Ttle  [ICAT-D |
Fullharme ‘Applied Binsysterms ariginal ICAT(TM) do |
Delta | Specificity | Ignore Masses | Misc | References
Ignore Mass 1 Monoisotopic 227.085423 Average 227.3033
Compasition [c(10y H(1S) ME2) Of2) 5 |
Symbaols
Ignore Mass 2 Monoisotopic 284.143273 Average 284.3977
Compasition [c(13) HEzey nED) 0(2) 5 |
Symbaols
Ignore Mass 3 Monoisotopic 328.169488 Average 328.4502
Compasition [c(1s) Hize) N(Z) O(3) 5 |
Syrbols
Ignore Mass 4 Monoisotopic 403.237901 Average 403.5590
Compasition [c(18) H(35) Mi4) O(4) 5 |
Ignare Mass 5 Monoisotopic 477.220537 Average 477.6616
Composition |Cf2D) H{37) Ni4) O(5) S(2) |
Symbols
Ignore Mass 6 Maonnisaotopic 501.220537 Average 501.6830
Compasition [c(22) HEE7) NE4) () 5(2)
Symbaols
[ Mew Ignore Mass ]
|
[ Save changes ] [ Cancel ][ Update ] 1
Help Window
b
&) M-UhETENZLE W bRk
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Misc

References
ID

Modification

Unimod
Mascot

net Explorer

IO WED FRW BRLAI® Y-ND  AITE [
= y ( e Q- ¥
O O HREAG Pedemwme L@ O3
PELAD! @ http://torabee/ mascot/x-cgi/ms-config exeTu=11 16200853 ~ feh - Uh
Google [G~ VEZIE O O B | & ey ¥ QiE- lenovo
Edit Modification :Phospho
Title  [Phospha |
Fullname [Phospharylation |
Delts | Specificity | Ignore Masses | Misc = References
Misc
Creation Date 2002-08-10 19:17:11
Last modified 2006-10-16 12:11:24
User unimod
Protein which is posttranslationally modified by the attachment of at least
one phosphate group usually an serine, threonine or tyrosine residues, but
o alsa on aspartic acid or histidine residuss,
Help Window
&) n—InFTEnaLE S 1SRk

Mascot

osoft Internet Explorer

JAME REE ETM BRCADG V-D ATH

OO HNEG Pemkemn © 35 8 JHOD

a

TPELAD) @ http://torbes/mascot /x-cei/me-confie exsu=1176290653 v EE )
Google |G~ vaeremee o B & O#z- lenovo

Edit Modification :Phospho =

Title Phospha ]

Fullname [Phospharylation ]

Delta | Specificity lgnore Masses | Misc | References

Reference 1

Text [10ns0Ures ]

URL [http:/fwww ionsource.com/Card/phos/phos.htm | Gato

Reference 2

Source

Text (220037 ]

URL [ | Gata L

Reference 3

Source

Text FYSEEE] ]

URL [ | Gato

Reference 4

Source

Text (220038 ]

URL [ | Goro

Reference 5

Source

Text [aco0za ]

URL [ | Gato

Reference 6

- e e— L

L&l PSR Iy

{ MATRIX
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Modification

Save changes

3 Mascot confieuration — Microsoft Internet Explorer

C e REER RTW BREAG U-D ALt 4
O-0 HREG Peedrmw @ - @ JdO3
ETRELAD @ http:/ ftorobes/ mascot A-ceif me-config.exeu=1176200653 V| fagh o ULa
| Google [G» v EoS0 B W O#zE- lenowvo
u 1 s T A
URL \ | Gata 0
Reference 9
Source
Text AA0036 |
URL \ | Gata
Reference 10
s
Text 280035 |
URL \ | Gata
( [ Save changesJ [ Cancel ][ Update ]
Help Window
E
&) #-UHiETENELE L B ==L
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