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MITHRARTEPNTOETOT, AERDOL S 22T
FARTT 4 ZE2HoTHE(BDINEI[RE— M —-[T
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1 : MIS RREMHREE@D [Taxonomy] UX
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2. Ttaxonomy] Z 7 A IILDiEE

Mtaxonomy| 7 7 A /VITRD L 5 kI 72 > TWET,

Title:All entries

Include: 1

Exclude: 0

*

Title:. . Archaea (Archaeobacteria)
Include: 2157

Exclude:

*

Title:. . Eukaryota (eucaryotes)
Include: 2759

Exclude:
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[Taxonomy ID] ZwMH L E£9,

lExclude: ] 17i%., O&DLLE® TTaxonomy ID] THERL XAU, #i%® [Taxonomy ID] ZFEikd 5 & XAV
(ZH = TXYIY £9, @ IL, NCBI 232t LT % [Taxonomy 1DJ Z M L %7,

[Mnclude] 75 [Exclude] & “ZEL B[ /=” Taxonomy 2MRFEXG LD 7,

3. Taxonomy ID #AR B A%

[Taxonomy] U A MZiBAN L72\ Taxonomy (Zxhin9"5 [Taxonomy ID] ZFHRABITIZRD 2 ODHFENH Y £97,
Z ZTlX THomo sapiens] Z#HNIZ & - CTitBA L 9,

(1) Tnames.dmp] Z 7 A LM BIET Ak

[C:¥inetpub¥mascot¥taxonomy¥names. dmp] 7 7 A /LIZIE [Taxonomy ID) (Zx%fh~d 2 [Taxonomy 44) MNilid <
NTWET, %A T 4 X% > lnames.dmp] 77 AV %P E. [Homo sapiens] DXFHNZHE L T
<72&Vvy, [Homo sapiens] @ ID %9606 TI 23, KRDOLHCisishTWhET,

9606 | Homo sapiens | [ scientific name
9606 | Homo sapiens Linnaeus, 1758 | [ authority |
9606 | human | | genbank common name

9606 | man | | common name

(2) NCBI @ TlTaxonomy Browserl #FIR3 5A5%
Web 75 7B WD URL 1T 7 A L, NCBI @ [Taxonomy Browser| ~S— & BHWTL 72 &0,

http://www. ncbi.nlm. nih. gov/Taxonomy/

[Search]l ® AJJffl7>5 THomo sapiens] THIF L. T Siic~X— D [Homo sapiens]d V> 27 %27 U w7 L
TLIEE N, RO X HIBRNENEREN, [Homo sapiens] @ [Taxonomy ID] (X 9606 T&H 2D Z & Nbhnh £,

Homo sapiens

Taxonomy [D: 9606

Genbank common name. human

Inherited blast name: primates

Rank. species

Genetic code.: Translation table 1 (Standard)

Mitochondrial genetic code: Translation table 2 (Vertebrate Mitochondrial)
Other names -

common name: man

authority: Homo sapiens Linnaeus, 1758

4. Ttaxonomy] 774 ILD#EH

Mascot MEZRS{ERR Mm@ [Taxonomy] U A Mz, 7= & 21X [Ferns or human] Z BN L 7=WAIX.
[C:¥inetpub¥mascot¥config¥taxonomy] 7 7 A WIZIRDOITEBIML, R7GF LT ZIW, B L7 Taxonomy
WEHE IR s 4, X2 o X 51z, [Taxonomy] U A MIERINLET,
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Title:. Ferns or human
Include: 9606, 3263

All entries v |

All entries
Enzyme | Forms or human 4—

Taxonomy
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- Q
Exclude Quantitation
. Archaea (Archaeobacteria)
* Fixed . Eukaryota (eucaryotes)
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[F#EIZ,  TNo human or mice| ZH/RIEI-WVHEL _ Other Aveolata
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bi/k@ﬁ%_” j][] L.,C < 7:. é l/ N e Caenorhabditis elegans
Z y L
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P .. Chordata (vertebrates and relatives)
. . modifications
. E _ .. ... bony vertebrates
T ! t l €. NO human or mce | T .. lobe-finned fish and tetrapod clade
.. Mammalia (mammals)
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Peptide tol. + | .. ....H (h )
Exclude: 9606, 10088 _ T et
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Mascot Server [XFECSIT —H _X—R%&¥ v b7 v 75K, [ltaxonomy] 7 7 A VORNFIIHE- TH LI E
T~V % Taxonomy LT LTWET, Ttaxonomy] 77 A NVEEE LGEIFEST — 2 N— A& BE
Ty N T TORERDHY ETOT, ROBEZT-> TS, I 2 TIERENLRBAISNT —F =T
7% SwissProt ZHIZ & o TR L ET,

(1) Mascot Server version 2.6 MiF&
[MASCOT search status page] “X—3 (Welcome b v 7 X— D [Database Status]V > 27 %27 U 7)) O
[SwissProt] 7 m v 7iZd% % [Recompress file] V> 27 %27 U v LTLIEE, FEIZTFEY b7 v 7 0h
¥V ¥4, [Status = Creating compressed files 14% complete] ® X HIZFHRENE T O THPRRIL A e
BLTLEEY, [Status = In use) ([ZZeiudty T v 7%E T T,

§i.. Mascot search status - x

C )} | @ localhost/mascot/x-cgi/ms-status.exe Ba
il twikimatrixscience [ Bugzilla §,

MASCOT search status page

Version: 2.6.1 -MSKK (BRI RRRRRRRRNRRRENEREN) Licence Info
4 logical, 1 physical Intel processors (No hyper-threading in cpu, quad core). CPUs: 0 1 2 3 available, using: 0 1 2 3. [0 searches running]

!!Sear’ch Iou”monitor Ioa”error qu”Error message descriDt\onsHDo not auto refresh this DaCIEH

Nane = SwissProt = 0:/inet pub/mascot /sequence/SnissP ot /ourrent /BwissProt . fasta
Filename = SwwsPrat _2017 08. fasta Palhname C:/inetpub/mascot /seauenc wissProt_2017_08.fasta
Status = Statistics Unidentified tavon€uy Recompress file

Gtate Time = Frl SEn 15 12:53:44 # Sean:hes -1
Men mapped = YES Request to mem map = YES Reauest urmap = NO Mem locked = NO
Nunker of threads = -1  Current = YES Type = #nino acid

(2) Mascot Server version 2.5 FTDIHFE
Mascot Server #{Z1k ([RA—k]—=[FXTOTOY S L]—[Mascot]—[admin]—[Stop Mascot service]
PIEIN) X%, [C:¥inetpub¥mascot¥sequence¥SwissProt¥current¥SwissProt_ H . stats] 7 7 14 L %
HIBR L. Mascot Server # i ([RE—k]->[FXTDHOTOY S L]—[Mascot]— [admin] —[Start Mascot
service] Z# i) LT ESWw, HEICHE Y M7 v 7R ME D £9,  [Status = Creating compressed
files 14% complete] DL HICFEREINFTT O THEBRNEZMB L T 7ZEV, [Status = In use] (Z7ei
ey M Ty FETTT,
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6. HEHAMORER

[SwissProt] 7' m v 7 @ [Statistics] V> 27 %227V v 7 LTLEEW, #HEHE®RE £ & 7= [Database
statistics] R—UNEREZNF T, Taxonomy D4FITHNEZHER L T 7ZEW,

§i., Mascot search status = %

C (¥ | ® localhost/masc
il twiki.matrixscienc m Bugzilla &

/ms-status.exe BE ¥

MASCOT search status page

Version: 2.6.1 - MSKK (RRRRRERERRRRERRRRNNNF) Licence Info
4 logical, 1 physical Intel processors (No hyper-threading in cpu, quad core). CPUs: 0 1 2 3 available, using: 01 2 3. [0 searches running]

I

HSear'ch IoaHmonitor IOGHermr quHError message descrlDt\onsHDo not auto refresh this Daqeu ‘

dmissProt Fani Iy = C:/inetpub/nascot /sequence/SwissProt/current/SnissProt_x. fasta

|saPmt 7017 08.fasta Pal etpub/mascol /sequence/SwissProt /cur rent /SuissProt 2017 0 .fasta
s Gtatistice nidentified taxonomy Recompress file

State Time = Fr’l Sep 15 12:53:44 § seard

Men mapped = YES HRequest to mem map = YES Reauest urmap = NO Mem locked = NO
Number of threads = -1 Current = YEE Type = fnmino acid

{i.. Mascot search status - x Y | Database statistics x

& C 1} | ® localhost/mas ms-status.exe?Autorefre-- @, B

@l twiki.matrixscience [ Bugzilla .,

Time files compressed o Fri Sep 15 15:81:31 27

Time files compressed (int) : 1505458291

Tine / date of fasta file @ Fri Sep 08 11:13:21 2017

Time of fasta files (int) : 1504836801

Number of residues : 198919479

Humber of seguences : hBh4ZE

Number with invalid residuss: D

Number of sequences too long: 0

Length of longest sequence @ 35213

Waximum dcoession Length HE

Yersion of Mascot HE NN . N < —
¥ersio? $f thi? Ti le : EA SwissProt Z18 9345 > /\UBI> MUD 555,426 55, 20,219

vpe of fasta file : 2 — . .
Earse ru}l]e forlaﬁcession : E..|["|]*|¥([A JE3] #hH TFerns or humanl (C. 518,234 #H' [No human or micel

eqs with invalid taxon tree: _ - 2

M sequences for tayonomy t B1| entriec=EREATE [CEDBFEhizcErbhbET,

Hum sequences for taxonomy @ Ferns or human=20219

Num sequences for taxonomy Mo human or mice=h18234 |
[ Wum sequences for taxonomy . Brohaea \Archaeobactieria)- 19463

Num sequences for taxonomy :  Eukarvota [eucarvotes)=186051

Num sequences for taxonomy :  Alveolata (alveolates)=1084

Hum sequences for taxonamy :  Plasmodium falciparum (nalaria parasite)=318

Hum sequences for taxonomy @ Other #&lveolata=7EH

Num sequences for taxonomy @ Metazoa (Aninals)=108505

Hum sequences for taxonomy @ Caenorhabditis elezans=3942

Num sequences for taxonomy @ Drosophila (fruit flies)=5796

Num sequences for taxonomy :  Chordata (vertebrates and relatives)=B5086

Num sequences for taxonomy @ hony wvertebrates=84483

Hum sequences for taxonomy @ lohe-finned fish and tetrapod clade=79153

Num sequences for taxonamy @ Mammal iz (mammals)=BG727

Hum sequences for taxonomy @ Primates=26971

Num sequences for taxonomy :  Homo sapiens (human)=20219

Num sequences for taxonomy @ Other primates=6752 >
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